We investigate the interaction of glycoproteins (including ovalbumin and alpha 1 antitrypsin) with lipid membranes by using a number of physical methods including light spectroscopy and ion current measurements. Glycoproteins are a class of proteins that are decorated with sugar (glycan) chains. Most known glycoproteins have been shown to play a role in intercellular interactions but the exact role of the glycan chains is still under investigation. The ion-current measurements involve the channel forming peptide gramicidin A (gA) which is used as a reporter. Alteration of gA activity indicates an interaction of the added glycoprotein with the membrane. For the analysis of such events, single channel recordings are preferable because the calculation of channel on and off times is straightforward. Obtaining single channel events however depends critically not only on the amount of gA present in the sample but also on the amount of the added glycoprotein. Therefore, the majority of the recordings exhibit multichannel events. We show how the multichannel events can be used (rather than discarted) to calculate single channel parameters. This analysis allows us to characterize the interaction of glycoproteins with lipid bilayers which can help elucidate the role of glycosylation in cell signaling.
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